Key indicators: single-crystal X-ray study; T = 273 K; mean (C-C) = 0.003 Å; R factor = 0.044; wR factor = 0.127; data-to-parameter ratio = 13.8.
Hydrogen-bond geometry (Å , ). Symmetry code: (i) x þ 1; y; z.
Data collection: SMART (Bruker, 2001 ); cell refinement: SAINT (Bruker, 2001 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL.
Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: HG2437).
Comment
The title compound, is an important intermediate in synthesis of heterocyclic compounds (Hanfeld et al., 1996) in particular, in producing imidazo [1,2-b] pyrazole derivatives. Here, we report the crystal structure of (I).
In compound (I), all bond lengths and angles are normal and in a good agreement with those reported previously (Ren et al., 2004) . The pyrazole ring C4/C5/C5/N2/N3 and bonded atoms N1, S1, C3, O1, C2 and C1 are coplanar, the largest deviation from the mean plane being 0.053 (2)Å for atom C3. The crystal packing is stabilized by intermolecular N-H···O hydrogen bonds, linking the molecules into infinite one-dimensional chain along the a axis.
Experimental
A round-bottomed flask fitted with a dropping funnel was charged with 11.2 g (0.2 mol) potassium hydroxide in 200 ml MeCN. The solution was cooled in an ice bath. Through the dropping funnel 22.7 g (0.2 mol) ethyl cyanoacetate was added gradually. After stirring at 273K for 0.5 h, 15.2 g(0.2 mol) carbon bisulfide was added while vigorous stirring. Keep stirring for 1 h, 50.4 g(0.4 mol) dimethyl sulfate was added through the drop funnel, then left overnight. The reaction mixture was filtered and filtrate evaporated on a rotary evaporator to remove the solvent. The mixture was dissolved in 50 ml ethanol, then through a drop funnel 12.5 g (0.2 mol) of hydrazine hydrate was added. The solution was evaporated in vacuo to afford crude product, which was purified by column chromatography to give the desired product 34.7 g, yield 86.3%. Crystals suitable for X-ray diffraction analysis were obtained by slow evaporation of a methanol solution at room temperature for one week.
Refinement
All H atoms were placed in calculated positions, with C-H = 0.93 or 0.97 Å, N-H = 0.86 Å, and included in the final cycles of refinement using a riding model, with U iso (H) = 1.2 (1.5 times for methyl) times U eq (C,N). Figures   Fig. 1 . View of the title compound (I), with displacement ellipsoids drawn at the 40% probability level.
Ethyl 5-amino-3-methylsulfanyl-1H-pyrazole-4-carboxylate Crystal data Primary atom site location: structure-invariant direct methods Extinction correction: none 
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